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APPENDIX E

CHROMATOGRAMS FOR ANALYSIS OF PETROLEUM HYDROCARBONS

[Note: For Figures E1-E14, each chromatogram was normalized to the overall response expected for
1 g of material from each core section or surface scoop sample. The value for TPH is given for each
chromatogram. When the TPH value is smaller than the MDL value of 181ug/g, the symbol “<MDL"” is
assigned to the TPH concentration, and the MDL is used to normalize the chromatogram.]

FigureEl.  Normalized GC-FID chromatograms for Station A, Old Place Creek marsh sediment core sections (collected
September 1996) and surface scoop (collected May 1997)

FigureE2.  Normalized GC-FID chromatograms for Station B, Old Place Creek marsh sediment core sections (collected
September 1996) and surface scoop (collected May 1997)

Figure E3.  Normalized GC-FID chromatograms for Station C, Old Place Creek marsh sediment core sections (collected
September 1996) and surface scoop (collected May 1997)

FigureE4.  Normalized GC-FID chromatograms for Station D, Old Place Creek marsh sediment core sections (collected
September 1996) and surface scoop (collected May 1997)

Figure ES.  Normalized GC-FID chromatograms for Station A, Con Ed Tower marsh sediment core sections (collected
September 1996) and surface scoop (collected May 1997)

Figure E6.  Normalized GC-FID chromatograms for Station B, Con Ed Tower marsh sediment core sections (collected
September 1996) and surface scoop (collected May 1997)

FigureE7.  Normalized GC-FID chromatograms for Station C, Con Ed Tower marsh sediment core sections (collected
September 1996) and surface scoop (collected May 1997)

Figure E8.  Normalized GC-FID chromatograms for Station D, Con Ed Tower marsh sediment core sections (collected
September 1996) and surface scoop (collected May 1997)

Figure E9. Normalized GC-FID chromatograms for Station A, Mill Creek marsh sediment core sections (collected

September 1996)

Figure E10. Normalized GC-FID chromatograms for Station B, Mill Creek marsh sediment core sections (collected
September 1996)

FigureEl11. Normalized GC-FID chromatograms for Station C, Mill Creek marsh sediment core sections (collected
September 1996)

FigureE12. Normalized GC-FID chromatograms for Station D, Mill Creek marsh sediment core sections (collected
September 1996)

Figure E13. Normalized GC-FID chromatograms for Old Place Creek marsh and Sandy Hook Bay marsh surface scoop
samples

FigureE14. Normalized GC-FID chromatograms for Con Ed Tower marsh and Sandy Hook Bay marsh surface scoop
samples

FigureE15. Representative GC-FID chromatograms for Arthur Kill and Sandy Hook Bay ribbed-mussels collected in
September 1996

FigureE16. Representative GC-FID chromatograms for Arthur Kill ribbed-mussels collected in May 1997
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Core Section 1 - Core Depth: 0 to 1 cm
TPH Conc. < MDL

Core Section 2 - Core Depth: 1to 2 cm
TPH Conc. < MDL

Core Section 3 - Core Depth: 2 to 3 cm
TPH Conc. < MDL

Core Section 4 - Core Depth: 3 to 4 cm
TPH Conc < MDL

Core Section 5 - Core Depth: 4 to 5 cm
TPH Conc. = 382 nug/g

Surface Scoop
TPH Conc. < MDL
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Retention Time (in min.)

Figure E1. Normalized GC-FID chromatograms for Station A, Old Place Creek marsh sediment core sections (collected September
1996) and surface scoop (collected May 1997)



Core Section 1 - Core Depth: 0 to 1 cm
TPH Conc. < MDL

Core Section 2 - Core Depth: 1 to 2 cm
TPH Conc. = 728 ug/g

Core Section 3 - Core Depth: 2 to 3 cm
TPH Conc. = 826 pg/g

Core Section 4 - Core Depth: 3 to 4 cm
TPH Conc. = 834 ng/g

Core Section 5 - Core Depth: 4 to 5 cm
TPH Conc. = 1009 ug/g

Surface Scoop
TPH Conc. = 494 ng/g
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Retention Time (in min.)
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Figure E2. Normalized GC-FID chromatograms for Station B, Old Place Creek marsh sediment core sections (collected September

1996) and surface scoop (collected May 1997)
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Core Section 1 - Core Depth: 0to 1 cm
TPH Conc.= 203 pg/g

Core Section 2 - Core Depth: 1to 2 cm
TPH Conc. = 248 nuglg

Core Section 3 - Core Depth: 2 to 3 cm
TPH Conc. = 230 ng/g

Core Section 4 - Core Depth: 3to 4 cm
TPH Conc. = 192 pg/g

Core Section 5 - Core Depth: 4 to 5 cm
TPH Conc. < MDL

Surface Scoop
TPH Conc. < MDL
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Retention Time (in min.)

Figure E3. Normalized GC-FID chromatograms for Station C, Old Place Creek marsh sediment core sections (collected September 1996)
and surface scoop (collected May 1997)
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Core Section 1 - Core Depth: 0 to 1 cm
TPH Conc < MDL

Core Section 2 - Core Depth: 1 to 2 cm
TPH Conc < MDL

Core Section 3 - Core Depth: 2 to 3 cm
TPH Conc. = 1016 pg/g

Core Section 4 - Core Depth: 3to 4 cm
TPH Conc. = 3285 ug/g

Core Section 5 - Core Depth: 4 to 5 cm
TPH Conc. = 2906 ug/g

Surface Scoop
TPH Conc. < MDL
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Retention Time (in min.)

Figure E4. Normalized GC-FID chromatograms for Station D, Old Place Creek marsh sediment core sections (collected September 1996)
and surface scoop (collected May 1997)
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Core Section 1 - Core Depth: 0 to 1 cm
TPH Conc. = 1363 pg/g

Core Section 2 - Core Depth: 1to 2 cm
TPH Conc.= 4914 nuglg

Core Section 3 - Core Depth: 2 to 3 cm
TPH Conc. 5273 pg/g

QW

Core Section 4 - Core Depth: 3 to 4 cm
TPH Conc. = 10068 ng/g

Core Section 5 - Core Depth: 4 to 5 cm
TPH Conc. = 12900 ng/g

Surface Scoop
TPH Conc. = 1098 ng/g

Retention Time (in min.)

Figure E5. Normalized GC-FID chromatograms for Station A, Con Ed Tower marsh sediment core sections (collected September 1996) and
surface scoop (collected May 1997)
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Core Section 1 - Core Depth: 0 to 1 cm
TPH Conc. = 3837 nuglg

Core Section 2 - Core Depth: 1to 2 cm
TPH Conc.= 11950 ng/g

Core Section 3 - Core Depth: 2 to 3 cm
TPH Conc. = 12910 ng/g

Core Section 4 - Core Depth: 3 to 4 cm
TPH Conc. = 17300 ng/g

Core Section 5 - Core Depth: 4 to 5 cm
TPH Conc. = 9060 ug/g

Surface Scoop
TPH Conc. = 193 ng/g

0 10 20 30 40 50 60 70 80 90 100
Retention Time (in min.)

Figure E6. Normalized GC-FID chromatograms for Station B, Con Ed Tower marsh sediment core sections (collected September 1996)
and surface scoop (collected May 1997)
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Core Section 1 - Core Depth: 0 to 1 cm
TPH Conc. = 198 nugl/g

Core Section 2 - Core Depth: 1to 2 cm
TPH Conc. = 233 nug/g

Core Section 3 - Core Depth: 2to 3 cm
TPH Conc. = 852 pg/g

Core Section 4 - Core Depth: 3to 4 cm
TPH Conc. = 5660 ng/g

Core Section 5 - Core Depth: 4 to 5 cm
TPH Conc. = 8830 nug/g

Surface Scoop
TPH Conc. = 225 nugl/g
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Retention Time (in min.)

Figure E7. Normalized GC-FID chromatograms for Station C, Con Ed Tower marsh sediment core sections (collected September 1996)
and surface scoop (collected May 1997)



Core Section 1 - Core Depth: 0 to 1 cm
TPH Conc. = 677 nuglg
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Core Section 2 - Core Depth: 1to 2 cm
TPH Conc. = 3670 ng/g

Core Section 3 - Core Depth: 2to 3 cm
TPH Conc. = 4790 nug/g

Core Section 4 - Core Depth: 3to 4 cm
TPH Conc. = 7260 ng/g

Core Section 5 - Core Depth: 4 to 5 cm
TPH Conc. = 8500 ng/g

Surface Scoop
TPH Conc.= 357 pg/g
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Figure E8. Normalized GC-FID chromatograms for Station D, Con Ed Tower marsh sediment core sections (collected September

1996) and surface scoop (collected May 1997)
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Core Section 1 - Core Depth: 0 to 1 cm
TPH Conc. < MDL

Core Section 2 - Core Depth: 1to 2 cm
TPH Conc. < MDL

Core Section 3 - Core Depth: 2 to 3 cm
TPH Conc. < MDL

Core Section 4 - Core Depth: 3 to 4 cm
TPH Conc. < MDL
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Retention Time (in min.)

Figure E9. Normalized GC-FID chromatograms for Station A, Mill Creek marsh sediment core sections (collected September 1996)
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Core Section 1 - Core Depth: 0 to 1 cm
TPH Conc. < MDL

Core Section 2 - Core Depth: 1to 2 cm
TPH Conc. < MDL

Core Section 3 - Core Depth: 2 to 3 cm
TPH Conc. < MDL

Core Section 4 - Core Depth: 3 to 4 cm
TPH Conc. < MDL

Core Section 5 - Core Depth: 4 to 5 cm
TPH Conc. < MDL
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Retention Time (in min.)

Figure E10. Normalized GC-FID chromatograms for Station B, Mill Creek marsh sediment core sections (collected September 1996)
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Core Section 1 - Core Depth: 0 to 1cm
TPH Conc. <MDL

Core Section 2 - Core Depth: 1 to 2 cm
TPH Conc. < MDL
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Core Section 3 - Core Depth: 2 to 3 cm
TPH Conc. < MDL

Core Section 4 - Core Depth: 3 to 4 cm
TPH Conc. < MDL

Core Section 5 - Core Depth: 4 to 5 cm
TPH Conc. < MDL
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Figure E11. Normalized GC-FID chromatograms for Station C, Mill Creek marsh sediment core sections (collected September 1996)
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Core Section 1 - Core Depth: 0 to 1 cm
TPH Conc. < MDL

Core Section 2 - Core Depth: 1to 2 cm
TPH Conc. = 228 pgl/g

Core Section 3 - Core Depth: 2 to 3 cm
TPH Conc. = 1893 pg/g

Core Section 4 - Core Depth: 3 to 4 cm
TPH Conc. = 1665 pg/g

Core Section 5 - Core Depth: 4 to 5 cm
TPH Conc. = 1400 pg/g
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Retention Time (in min.)

Figure E12. Normalized GC-FID chromatograms for Station D, Mill Creek marsh sediment core sections (collected September 1996)
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Old Place - Station A 2
TPH Conc. <MDL

Old Place - Station B
TPH Conc. = 494 ng/g

Old Place - Station C 2
TPH Conc. <MDL

Old Place - Station D 2
TPH Conc. <MDL

M

Sandy Hook
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Retention ﬁ?ne (in min.)

' Each chromatogram was normalized with respect to the overall response expected for 1 gram of each surface scoop sample. The value for TPH is given for each chromatogram.

2 The TPH value for these samples is smaller than the MDL value of 181 ug/g. The MDL value is used instead to normalize the chromatogram.

Figure E13. Normalized GC-FID chromatograms for Old Place Creek marsh and Sandy Hook Bay marsh surface scoop samples!
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Con Edision Tower - Station A
TPH Conc. = 1097 ng/g

Con Edison Tower - Station B
TPH Conc. = 194 nug/g

Con Edison Tower - Station C
TPH Conc. = 225 pg/g

Con Edision Tower - Station D
TPH Conc. = 357 pug/g

QWM

Sandy Hook Bay
TPH Conc. <MDL

50
Retention Time (in min.)

Figure E14. Normalized GC-FID chromatograms for Con Ed Tower marsh and Sandy Hook Bay marsh surface scoop samples
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Figure E15. Representative GC-FID chromatograms for Arthur Kill and Sandy Hook Bay ribbed-mussels

collected in September 1996
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Figure E16. Representative GC-FID chromatograms for Arthur Kill ribbed-mussels collected in May 1997
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